BoMiProt Tutorial



BoMiProt Home Page

Information can be retrieved by
clicking on any of the desired links
appearing as pull-down menus under
four headings — Browse, Search,
Structure Gallery, and Protein Entry STATISTICS

Source ¥

Profsine sxciustvely found In
axosomes: 1445
Profsine exclustvely found in
MFGM: 750
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BoMiProt is 3 manually curated, comprahensive repository of pubished information of bovine mitk

: proteins It provides a bird’s eye wizw of the on-going ressarch on bovine mék and possible
BoMiProt defined proteine with information gaps that needs attention for maximizing heaith prometing effects of milk and different
ciysial struchues: 67 dairy products. It is a focused effort to consolidate the existing information of different mék proteins

with focus on functions. bicchemical properiies. post translztional modificstions and significance of
the protein in milk
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Browse Proteins in BoMiProt

Browse BoMiProt

Browse protedn enties in BodaiProt

Browsn all prolosn

Browso

Browse Endogenous peptides ——————> [ERESEREE
poptickos

Browse Protein entries based on PTMs
or
Milk fractions

Browso prolon entnes

The Browse page will list down
the protein entries based on the
selected categories

by mulk achons

Browse BoMiProt

WDl O SOWTE TR Ot

Vier 30N nytee rhbs
Pedvy (han W1

R e
T ——" —

Download and Print
Options are present
in each page

Search by BoMiProt ID - Bomi1

Primary Information

Dlzpiays BoMIProt 1D, Uniprot 1D, ref 2eq ID, gens name, gene 10, milk fraction, FASTA seq. length and molscular welght of the proteln and
protain axistancs status.

BoMiProt ID Bomil

Protein Mame Inter-alpha-trypsin inhibitor heavy chain H1
Crganism Bos taurus

Uniprot Id FIMMPS

Milk Fraction Whey

Ref Sequence Id XP_005222812.1

Amine Acid Lenth 506

Maolecular Weight 101238

Fasta Sequence hitps:fiwww.uniprot.orgiuniprot/F iIMMP3 fasta
Gene Name ITIH

Protein Existence Status Unreviewed: Experimental evidence at protein level

Secondry Information

Dlzpiaye protein function, béochemical properties, slgnificance In milk, PTMe and Its robs, additional comments (If any) and tbllography

Presence in other biological Izl family proteins are mainly secreted by the liver and present in the blood:

fluidsftissuelcells

Protein Function plasma serine-proteinase inhibitor; ITIH4 is a liver-derived member of the T family with
diverse functions as an anti-apoptotic and matrix- stabilizing molecule that is important
throughout development; ITIH4 is a significant bi to assess particulate matter in

patients with chronic ebstructive pulmonary disease

Biochemical Properties The 3 isoforms are all expressed in the liver and coupled with bikunin before they are
released into bloed circulation - difference being their selective combination with bikunin:

The heavy chain[HC}1-3 prepropeptides (~300 amino acid residues) comprise a signal



Search Proteins in BoMiProt

Place the cursor on Sea‘rCh HOME BROWSE SEARCH ~ STRUCTURE GALLERY ~ LINKS BLAST FEEDBACK
and select from the pull-

down menu appearing

AN Eoes

50MPmt Defined Frotens

STATISTICS

thereafter
* - SoMFot Undetned Rrokins
Total numbz« of
proteizs: 3183
Search: BoMiProt Defined Proteins
coMiProt defined
proteins: 390 SRS RaS= . BoMiProt Defined proteins appear
Search; Al ekt Somvch Crin with both primary and secondary

information. However, BoMiProt
Undefined Proteins have only primary
information
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Search: BoMiProt Undefined Proteins

Sacondary Information:

it function, biochemical properties, post transiational

Primary informaioec . Secandary Information: ficance in milk — 2!l information collected from existin
gorized based on which fractions they were colisct:
worane (MFGM) and exosomes.

i . Cbl 15 : S\M 1 iProt oatabasze provides curates data files that are do
) ) ) - z user 0 search protsin entnes based on seversl ot BoMiProtID: ~ UniprotD:  RefSeqiD: - Prodein mane
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cu ratEd n BOM IPFOt " Daels. 10 curate the protein entries in the database are availsbie

igentifizd and technical details




Displays primary information
with cross links with other databases.

Displays secondary information
curated from literature
with bibliography.

Proteins with same secondary
information but different primary
information are linked to each other

>

Protein Display Page

Search by BoMiProt ID - Bomit
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A print option enables to
either download/print the
display page



Search in Structural Gallery — Crystals or Homology Models

HOME BROWSE SEARCH ~ STRUCTURE GALLERY ~ LINKS BLAST

Crystai Structure

Homoiogy Models

STATISTICS

Total number of
proteins: 2483

All homology models
are displayed upon click

All crystal structures are
displayed upon click

Ag.‘.
Crystal Structure Homology Model

Enter BoMiProt ID,

List of homology models built using Phyre2 web server . .
& g Uniprot ID, protein name

Link to crystal structures represented in RCSB PDEB d2

or PDB ID\
0
00/
¥ records per page Search 10 ¥ records per page '?I' Search:
e
Crystal o SNo. | BoMiProt Homology Model s
Structure(PDB)
§.No. * JBoMiProtID # | Protein Name DE ID $ S| 1 Bomit FIMMPS
P.4
/ Bomi1s Agctin, cytoplasmic 1 hiu, 2btf,20an, 3u r%f on P 4
Protein will openin ubs, R 3V | —7
BoMiProt with a lick | dﬁ“ ' il 2 Bomi1l) l CIUsLenn P17697
inale ¢ : Click to enlarge it Pownload PDB file
single ¢hcK | gomin07 Actin-related proteif2 DB LINKS - agues? 1kek 1ghefriodel b —
\ 2p9%k,2p91.2pan.2p9p, | il 3~ :al ‘ —>
2p9s,2pou,3dxk,3dxm, | & j‘f 5 :
3rse sukr3uku 3ule, | L T 3 Bomi100 "éyr lEeIll witl opemnim PO1035
4]d2, 4xei Ax72 Bdec, Uniprot with a single
s lick
3 Bomi207 Acyl-CoA-binding protein PO7107 1aca, 1nb6, 1hbs, 1nti, i chc
1nvl.2abd. 5% e




Protein Entry Source

Protein Entry Source

Display of publications used as source for protein entries

Provides list of all publications
used to curate protein IDs

1¢ v records psrpage Search:
Total number of Protein
Milk Fraction proteins identified Repository | Links
S.No.* < | Authors < Year = = Techniques used = D = =
1 MFGM Reinhardt 2006 120 Micro-capillary high performance Link
etal LC nano MS/MS
2 MFGM Affolter et 2010 387 Stable isotope dilution (SID)-MS Link
al combined with MRM
3 Exosome Reinhardt 2011 2107 Offline RP-fractionated on a Link
etal nanolLC connected to tandem
MS
4 whey Alonso- 2012 62 2D MALDI TOF Link
Fauste et
al
5 whey, MFGM, | Reinhardt 2013 2971 iTRAQ-coupled LC-MS/MS Link
Exosome etal
6 MFGIM Yang et al 2015 445 iTRAQ-coupled LC-MS/MS Link
7 Whole Milk Vincent et 2015 629 LC-MS/MS PXD002529 | Link
al




Use Blast Tool

Download complete Bovine
Blast Milk Proteome in FASTA

/ format
Download

Allows user to run BLAST against protein sequences in BoMiProt Database

Blast result page

Input Protein Sequence(s) in (FASTA format)For Example file Click here

Blast Result
Select expect value
. . in the pull-down
Paste a protein sequence in menu. 1 is set by e
fasta format default.

Choice for BLAST |blastp v Expect Value 1 " BLAST will be performed T g e Cor et a1

Weight Matrix [BLOSUMS2 v|  BLAST Against [BoMiProtb +| 8gainst default BoMiProt DB G st s bl
Select weight matrix. BLOSUM62

is set by default.
| Clear All | | RUN BLAST |




Feedback

HOME BROWSE SEARCH ~ STRUCTURE GALLERY ~ PROTEIN ENTRY SOURCE BLAST FEEDBACK

Get In Touch

188 ok e glmd o recehie Teesdieck from yow on your sxped=sce of psing EobiiProl 1% welcome your sugoeshons on Row we can improve B inthe fofors

Enter Your Name =i ErTia
=nt=r Fhane Mumize =nt=r Bz
= Yiour Message

Submit feedback by providing contact details and the
message on which the database could be improved

Eand Messegs



